[Comparison of the detection of QTL for yield traits in different generations of a rice cross using two mapping approaches].
In the F2 and recombinant inbred populations of Zhenshan 97B/Milyang 46, RFLP linkage maps were constructed to detect QTL for yield and its component traits. Results indicated that QTL having substantial additive effects were generally detected in both F2 and recombinant inbred populations. In addition, the trait performances were measured either based on a single plant or on replicated trials in the recombinant inbred population hardly affected the detection of QTL of higher effects.